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LOCUS       JN662394                 269 bp    DNA     linear   PLN 04-FEB-2012
DEFINITION  Genista madoniensis internal transcribed spacer 1 and 5.8S
            ribosomal RNA gene, partial sequence.
ACCESSION   JN662394
VERSION     JN662394.1  GI:374257355
KEYWORDS    .
SOURCE      Genista madoniensis
  ORGANISM  Genista madoniensis
            Eukaryota; Viridiplantae; Streptophyta; Embryophyta; Tracheophyta;
            Spermatophyta; Magnoliophyta; eudicotyledons; core eudicotyledons;
            rosids; fabids; Fabales; Fabaceae; Papilionoideae; Genisteae;
            Genista.
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  AUTHORS   Marino,P., Spallino,R.E. and Schicchi,R.
  TITLE     Genetic diversity of Genista sect. Voglera species in Sicily
  JOURNAL   Unpublished
REFERENCE   2  (bases 1 to 269)
  AUTHORS   Marino,P., Spallino,R.E. and Schicchi,R.
  TITLE     Direct Submission
  JOURNAL   Submitted (09-SEP-2011) Dipartimento di Biologia Ambientale e
            Biodiversita - Sez. Scienze Botaniche, Universita di Palermo, Via
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FEATURES             Location/Qualifiers
     source          1..269
                     /organism="Genista madoniensis"
                     /mol_type="genomic DNA"
                     /db_xref="taxon:1137760"
                     /country="Italy: Sicily, Gratteri"
     misc_RNA        <1..>269
                     /note="contains internal transcribed spacer 1 and 5.8S
                     ribosomal RNA"
ORIGIN      
        1 gtgcgaccca gtgatttgtt tgactactca agggtggcta caagtgtttg gcaccttagc
       61 ccccttgtgt cgggaggtgc cccaccttgc gtggtctcct cctggcgtaa ataacaaaac
      121 cccggcgccg aacgcgccaa ggaaattgaa atcgtttggt gcacccccgt tgggaccgga
      181 gacggttccc gtgcgggtgg tgttgcgaca cgtgtatctg aaagactctc ggcaacggat
      241 atctcggctc ttgcatcgat gaataaagc
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